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FULVIO CRUCIANI

Rome, April 26, 2021

Part | — General Information
Full Name Fulvio Cruciani
Date of Birth

Place of Birth

Citizenship

Permanent Address

Mobile Phone Number

E-mail

Spoken Languages

Part Il — Education

Type Year Institution

University graduation | 1991 Sapienza University of Rome
Pre-doctorate training | 1993 Sapienza University of Rome
PhD 1996 Sapienza University of Rome
Specialty 1999 Sapienza University of Rome

Part 111 — Appointments

Illa — Academic Appointments

Start End Institution

2015 present Sapienza University of Rome

2005 2014 Sapienza University of Rome

2000 2004 Sapienza University of Rome

2000 2002 University of Urbino, Italy

2000 Nov | 2001 Feb Department of Genetics,
Stanford University, CA

6/10/1999 = 16/10/1999 ' Department of Biochemistry
Oxford University, UK

1991 1999 Sapienza University of Rome

Notes

Biological Sciences, 110/110 with honors
"Tirocinio" post-lauream (Genetics)

PhD in Genetics and Molecular Biology
"Scuola di specializzazione™ in Applied
Genetics, 70/70 with honors

Position
Associate Professor of Genetics
Assistant Professor of Genetics (Ricercatore)
Post-doctoral fellow (“Assegnista di ricerca”)
Lecturer ("Professore a contratto')
Fulbright Research Fellow

Visiting Scientist

Research fellowships funded by Sapienza
University of Rome, CNR, Telethon



I11b — Other Appointments

Start End
2018 present
2016 present
2012 2014

Institution Position

Istituto Pasteur Fondazione Cenci Bolognetti Research Associate
Istituto di Biologia e Patologia Molecolari / CNR | Research Associate
Istituto di Biologia e Patologia Molecolari / CNR | Research Associate

Part IV — Teaching and Mentoring experience

IVa — Teaching at Sapienza University of Rome

Years
AA 2020/21 to date

AA 2016/17 to date
AA 2012/13 to date

AA 2012/13 to date

AA 2009/10 —
2011/12

AA 2011/12 -
2012/13

AA 2009/10

Since AA 2008/09
AA 2005/06 —
2008/09

AA 2005/06 —
2008/09

AA 2005/06 —
2008/09

Course/lectures
“Genetics of infertility” and “Nutrigenetics” lectures (second level Master in
“Biologia della nutrizione nella riproduzione umana”, 6 h)
Genetica di popolazioni (Laurea triennale in Scienze Biologiche, 6 CFU)
Genetica forense
(Laurea triennale in Scienze Biologiche, 6 CFU. Since 2020, 3 CFUs have been
temporarily assigned to G. lacovacci - Banca Dati Nazionale del DNA)
Genetica umana
(Laurea Magistrale in Genetica e Biologia Molecolare, 6 CFU)
Metodologie genetico molecolari nell'uomo
(Laurea Magistrale in Genetica e Biologia Molecolare, 2 or 3 CFU).
Evoluzione molecolare
(Laurea Magistrale in Genetica e Biologia Molecolare, 3 CFU)
Biodiversita e genomica delle popolazioni
(Laurea Magistrale in Biotecnologie Industriali ed Ambientali, 6 CFU);
Teaching Professor for the PhD Program in Genetics and Molecular Biology
Genetica di popolazioni ed evoluzione molecolare
(Laurea specialistica in Biologia Evoluzionistica, 3 CFU)
Genetica ed evoluzione di popolazioni
(Laurea Specialistica in Biotecnologie Industriali ed Ambientali, 3 CFU).
Metodi e sistemi in genetica
(Laurea Specialistica in Genetica e Biologia Molecolare, modulo 1,5 CFU)

IVb — Teaching at University of Urbino

Years Lecture/Course

2001/02 and = Genetica e Microbiologia (modulo Genetica; Facolta di Scienze Ambientali, modulo 3 CFU)
2002/03

2000 Genetica e Microbiologia (Facolta di Scienze Ambientali, invited lecturer 10h)

IVc — Mentoring at Sapienza University of Rome

2005-present  Thesis supervisor for more than 40 students
2010-present  Thesis Supervisor for 5 PhD students



Part V - Society memberships, Awards and Honors, Academic Activities and
Other Activities

Va — Society memberships

Since 2008 Member of the "Associazione Genetica ltaliana™
Since 2010 Member of the "European Society of Human Genetics"

Vb — Awards and Honors

Since 2020 Listed among the “Top Italian Scientists” (Macroarea Biomedical Sciences, Genetics)

2000 Winner of the competition for the award of a three-month Fulbright scholarship in the
United States

1996 1st place (winner of an annual scholarship) in the CNR competition for the assignment of
6 annual scholarships (CNR announcement n. 201.12.79)

1992 1st place (winner of a three-year scholarship) in the competition for the admission to the

School of Specialization in Applied Genetics (Department of Genetics and Molecular
Biology, Sapienza University of Rome)

V¢ — Academic Activities

Since 2017 Director of the PhD program in Genetics and Molecular Biology, Sapienza University of
Rome

2021, April = Cadidate as member of the “Scientific Research Committee” of the Sapienza University of
Rome

Since 2020  Member of the Scientific committee for the second level Master in “Biologia della
nutrizione per la riproduzione umana”, Sapienza University of Rome

Since 2016 Member of the "Resources Commettee” of the Department of Biology and Biotechnology,
Sapienza University of Rome

2013-2014 Member of the “Giunta di Facolta”, Facolta di Scienze Matematiche Fisiche e Naturali,
Sapienza University of Rome

2012-2014 Member of the “Giunta di Dipartimento”, Dipartimento di Biologia e Biotecnologie,
Sapienza University of Rome

Vd — Invited Lectures

Year Title Conference

2019 | Il cromosoma Y nelle indagini genetico forensi Uso della prova genetica. Profili
critici in sede penale e civile.
Rome , Italy

2009 | Human Y chromosome haplogroup R1bla: a paternal @ 4th International Conference on
genetic record of early-mid Holocene trans-Saharan = DNA polymorphisms in human
connections Populations, Rome, Italy

2007 | The berber and the Berbers:The Y chromosome perspective | International Conference “The

origin of man, language, and
languages”

Ve — Activities as Journal Editor

Since 2016 @ Associate Editor for “Frontiers in Genetics” and “Frontiers in Ecology and Evolution”
(Evolutionary and Population Genetics section)

Since 2020 = Section Editor for “Genes” (Population and Evolutionary Genetics and Genomics section)

Since 2021 | Editorial Board Member for “Forensic Sciences”



Vf — Activities as Referee

- Member of the “European Science Foundation” College of Expert Reviewers (since 2021)

- Referee for international grant projects: ESF, Leakey Foundation-USA, KU Leuven -Belgium, French
National Research Agency, Czech Science Foundation, Estonian Research Council

- Referee for Italian and local research Grant: FIRB (2010-2011), Piscopia, Fondazione CRP, Regione
Sardegna, Univ. Tor Vergata.

- Referee for the Italian National Agency for the Evaluation of Universities and Research Institutes (ANVUR)
(VQR 2004-2010 and 2011-2014)

- Reviewer for the following international journals: Nature Communications, Proceedings of the National
Academy of Sciences USA, American Journal of Human Genetics, Genome Research, Molecular Biology
and Evolution, Genome Biology, Human Molecular Genetics, Human Mutation, Proceedings of the Royal
Society, Forensic Science International Genetics, American Journal of Physical Anthropology, American
Journal of Human Biology, Animal Genetics, Annals of Human Genetics, BMC Evolutionary Biology, BMC
Technical notes, European Journal of Human Genetics, Journal of Human Genetics, Human Biology, Plos
ONE, Journal of World Prehistory.

Vg — Third Mission / Dissemination
FC engagement in scientific dissemination is tightly linked to his research activity in genetics:

- Within the framework agreement between Sapienza and Carabinieri "Reparto Investigazioni Scientifiche"
(R1S), he is signatory of an executive agreement with the RIS biology section for studies and interventions,
aimed to implement security on the territory.

- He is promoter of a framework agreement between Sapienza University and the Eritrean Institute of
Technology for scientific dissemination and exchange of researchers.

- He has given comments and interviews for Nature, The Scientist, Panorama, Agenzia ANSA, La Stampa,
Corriere della sera.

- Since 2021, he is teacher of "forensic genetics" and "genetics of taste” as part of the Sapienza University
PCTO program "pills of science" addressed to secondary school students (20 hours).

- He has held lectures for primary and secondary school students.

- He is author of the chapter "Population Genetics" of the university textbook "Genetica” (CEA - Zanichelli
2014) and of the entry "Mutation and migration™ of the V111 Volume of the Encyclopedia of Bioethics and Legal
Science.

- He carried out activities of genetic counseling and advice on issues related to genealogy and ancestry.

- He has carried out scientific consultation for the writing of the novel "The patriarch rising” by Aaron
Malavolti.

- The contents of the publications on Science (2005, 2006) and Am J Hum Genet (2011) have been widely
disseminated by the international non-specialized press. The contents of publications in Genome Research
(2014) and Genome Biology (2018) have attracted the interest of numerous media (Repubblica.it, Le Scienze.it,
Radio RAI science, etc.). The publication in Forensic Science International Genetics (2020) was the subject of a
dissemination article on the magazine Panorama.



Part VI - Funding Information

Vla — Grants as Principal Investigator (PI) or Research Unit Pl (RPI)

Year
2021
(P1)

2020

(P1)
2020
(co-PI)

2019
(P1)

2018

(P1)
2018

(P1)

2017
(P1)

2017
(P1)
2016
(P1)

2015
(P1)

2014
(P1)

2013
(P1)

2013
(RPI)

2013
(P1)
2012
(P1)

2010
(RPI)
2009
(P1)

2008
(P1)

Title

Analisi genetica del DNA fetale circolante nel sangue
materno: sviluppo di un test di paternitd non invasivo ad
elevata specificita

Whole-genome sequencing of the Fulbe ethnic group, a key
population to understand the evolutionary history of Africa

A window on the Etruscan world: kinship and social
organisation of an Etruscan burial site inferred with an
archaeogenetic approach

Conseguenze della frammentazione etnica sul potere
identificativo di marcatori genetico-forensi in popolazioni
dell'Africa sub-Sahariana

Dynamics of intra-chromosomal gene conversion between
palindrome arms of the human Y chromosome

Origine genetica delle odierne popolazioni caraibiche: analisi
della regione maschio-specifica del cromosoma Y umano
mediante next generation sequencing

Origine e struttura genetica delle popolazioni nomadi
dell'’Africa sub-Sahariana: analisi mediante next generation
sequencing del cromosoma Y umano

A great human journey: Peopling and human movements in
Africa during the last Green Sahara

Analisi del potere di discriminazione genetico-forense di
microsatelli ipermutabili del cromosoma Y in societa
patrilocali dell'Africa orientale

Identificazione mediante next generation sequencing di
polimorfismi umani informativi sull'origine geografica di
reperti genetico-forensi

Sequenziamento di nuova generazione di aplogruppi del
cromosoma Y umano coinvolti in migrazioni preistoriche
trans-Sahariane.

Sequence diversity and evolution of human endogenous
retroviral LTRs: the role of ectopic gene conversion

Human genetic prehistory: times and modes of geographic
and demographic expansions by using highly resolved
(calibrated) molecular phylogenies

Human Y chromosome sequence diversity and the peopling
of the Balkans.

Coalescence age estimate of major human Y chromosome
haplogroups in eastern Africa: a next-generation sequencing
approach.

L'impatto dei rifugi glaciali nel (ri) popolamento dell'Europa:
evidenze dall'aplogruppo R1b1b2 del cromosoma Y umano.
Filogeografia dell'aplogruppo A del cromosoma Y umano: i
"primi passi” di Homo sapiens nel continente Africano.

Ruolo della conversione genica inter- cromosomica X-Y
nella storia evolutiva dei cromosomi sessuali umani.

Funding Agency

Laziolnnova
(Regione Lazio)

Sapienza
University of Rome
Gerda Henkel
Foundation

Sapienza
University of Rome

Fondazione Pasteur
Cenci-Bolognetti
Sapienza
University of Rome

Sapienza
University of Rome

National
Geographic
Sapienza
University of Rome

Sapienza
University of Rome

Sapienza
University of Rome

Fondazione Pasteur
Cenci-Bolognetti
MIUR (PRIN
2012)

Sapienza
University of Rome
Sapienza
University of Rome

MIUR (PRIN
2009)

AST — Ateneo
Federato Scienza e
Tecnica

AST - Ateneo
Federato Scienza e
Tecnica

Grant value

149,940 €

72,000 €

11,500 €

14,500 €

60,000 €

13,000 €

13,000 €

30,000 $

31,600 €

10,000 €

10,000 €

60,000 €

78,000 €

10,000 €

32,000 €

53,000 €

8,000 €

18,900 €



VIb — Grants as Investigator

1.

Sk

R 2 © o~
nBE©e®o:

13.

14.

15.

16.

17.

18.

19.

20.

21.

22.
23.

"Arquitectura molecular y variacion de regiones funcionales y no-funcionales del genoma humano:
aplicaciones epidemiologicas y poblacionales en el Mediterraneo” (Progetto del Ministerio de Ciencia e
Innovacion , Spagna, 1/2009-2/2012)

"La ricolonizzazione dell'Europa dai rifugi glaciali: filogeografia del cromosoma Y umano " (PRIN
2007)

"Un albero filogenetico ad elevata risoluzione del cromosoma Y umano come valido strumento per studi
di associazione con patologie complesse:dissezione molecolare degli aplogruppi A-E" (PRIN 2005)

"Le radici genetiche dell'ltalia moderna: storia e geografia dell'aplogruppo R del cromosoma Y" (PRIN
2003)

"Origine e dispersione geografica dell'aplogruppo E del cromosoma Y umano™ (PRIN 2002)

" Struttura genetica delle popolazioni europee e mediterranee. Mutazioni, aplotipi ancestrali e
meccanismi di selezione” (PRIN 1999)

"Studi genetici di popolazioni Europee™ (PRIN 1997)

"Variabilita' genetica ed evoluzione umana:approccio molecolare e approccio quantitativo” (PRIN 1996)
"Variabilita' genetica ed evoluzione umana:approccio molecolare e approccio quantitativo” (PRIN 1995)

. "Genetica evoluzionistica” (PRIN 1994)
. "Conversione genica tra i cromosomi sessuali umani X ed Y e riparazione delle rotture del DNA"

(Progetti di Ricerca di Universita 2009, Sapienza Universita di Roma)

. "Genealogia del cromosoma Y e diversita delle popolazioni umane: un‘analisi molecolare ad elevata

risoluzione della regione MSY" (Grandi Progetti Ateneo 2006, Sapienza Universita di Roma)
"Polimorfismi del cromosoma Y ed evoluzione delle popolazioni umane” (Grandi Progetti Ateneo 2003,
Sapienza Universita di Roma)

"Distribuzione della ricombinazione meiotica e grado di linkage disequilibrium: analisi delle variazioni
del DNA nel gene per I' adenosin deaminasi in popolazioni umane"(Grandi Progetti Ateneo 2000,
Sapienza Universita di Roma)

La sordita neurosensoriale di tipo familiare. Determinazione del ruolo del background mitocondriale
nell'espressione della patologia (Grandi Progetti Ateneo 1998, Sapienza Universita di Roma)

La neuropatia ottica di Leber. Una analisi filogenetica degli aplotipi del DNA mitocondriale di pazienti
e di controlli (Grandi Progetti Ateneo 1996, Sapienza Universita di Roma)

Genetica della sindrome X- fragile: un approccio molecolare (Grandi Progetti Ateneo 1995, Sapienza
Universita di Roma)

"Natural sequence variation of mtDNA and its role in disease/phenotype expression: complete sequence
analysis of mtDNAs representative of all haplogroups observed in Europe™ (Telethon 1999)
"Determination of the role played by mtDNA backgrounds on the clinical parameters of families
affected by Leber Hereditary Optic Neuropathy (Telethon 1996)

"Origin, frequency and pathogenicity of the mitochondrial DNA mutations associated with Leber's
hereditary optic neuropathy in Italian patients and controls. A phylogenetic approach" (Telethon 1993)
"Ricostruzione biologica di popolazioni antiche dalla struttura genetica delle popolazioni attuali.
Minoranze linguistiche e isolati genetici del centro e del nord-est dell'ltalia” (CNR, Progetto Finalizzato
Beni Culturali 1997)

"Disorders of Motor and Cardiorespiratory Control - Biological Clock" (Agenzia Spaziale Italiana 2006)
"L'orologio biologico circadiano:analisi degli effetti dell'esposizione prolungata a condizioni
desincronizzanti e caratterizzazione di polimorfismi nei geni orologio in popolazioni umane di diversa
origine" (Agenzia Spaziale Italiana 2001).



Part VIl — Research Activities
Vl1la Research lines

My group is especially interested in studying different aspects of the human genetic diversity and evolution. Our
research spans over three major areas: archaeogenetics, sex chromosome molecular evolution and forensic
genetics.

- Research line 1: Archaeogenetics. This is the oldest research line of my group, which has been progressing in
parallel with the improvement of technologies and statistical methods for the analysis of the molecular diversity.
Most of the studies were based on the analysis of the Y chromosome variability, with specific reference to
issues related to the origins of our species and to migrations fueled by the cultural evolution and climate changes
in the African continent. Among the most relevant results, there are the redefinition of the root of the Y
chromosome phylogeny (Cruciani et al. 2011) and new evidences for the peopling of the “Green Sahara” during
the last humid phase, from 12 to 5k years ago (D’Atanasio et al. 2018). Recently, we have started to analyze
high coverage full genomes to unveil past migrations related to the spread of the pastoralism in Africa and in the
Middle East.

- Research line 2: Molecular evolution of sex chromosomes. This research line is mainly focused on the role of
ectopic gene conversion in the evolution of sex chromosomes. In this decade, we have demonstrated that X-Y
ectopic gene conversion is a pervasive phenomenon in the male germline with a role in sex chromosome
integrity maintenance (Trombetta et al. 2010, 2014). Studies are underway to investigate the impact of
intra-chromosomal gene conversion on the diversity of Y chromosome palindromic sequences.

- Research line 3: Forensic genetics. This is the youngest research line of my group, aimed to evaluate how
population structure and demography affect the discrimination power of rapidly mutating Y-STR used for
identification purposes in forensic caseworks. Together with the Reparto di Investigazioni Scientifiche dei
Carabinieri, we are also currently exploring new multivariate statistical approaches for the DNA-based
inference of biogeographical ancestry, a relevant investigative tool to support law enforcement agencies when
no suspects are available for direct comparison and no matches occur through DNA database search (Alladio et
al. 2020).

VI1lb Research group

My research group is currently composed by a researcher (E. D’ Atanasio, IBPM/CNR), a post-doc (Dr M.
Bonito, funded by Fondazione Buzzati Traverso), two PhD students (Dr. C. Della Rocca and Dr. M.
Hajiesmaeil, funded by Sapienza University of Rome), a predoctoral fellow (Dr B. Bonucci, funded by Istituto
Pasteur), a technician (D. Sellitto, IBPM/CNR) and a variable number of master students.

Vllc Current national and international research collaborations (FC involved as PI or co-Pl, selection)

Year Researcher and Institution Project Research Status

Since | Dr. Francesca Spinella, Development of a new method for | Grant assigned

2021 | Eurofins Genoma Group, Rome, Italy = non-invasive paternity testing (Laziolnnova),
from cell-free fetal circulating research planned,
DNA experimental work

to be started
Since | Prof. Manfred Kayser and Dr. Arwin | Discrimination power of novel Experimental work
2021 | Ralf, Dpt of Genetic Identification, rapidly mutating Y-STRs in just started

Erasmus MC University, Rotterdam, | endogamous African populations
The Netherlands

Since | Prof. Hamid Galehdari, Dpt of A genomic perspective on the Sample collection
2020 | Genetics, Shahid Chamran origin of the nomadic herders completed, whole
University, Ahwaz, Iran from Iran genomes under
sequencing
Since | Prof. Sibte Hadi, Univ. of Central Rapidly mutating Y-STR Completed,
2019 | Lancashire, Preston, UK diversity in the Sahelian belt Manuscript in

preparation



Since
2018

Since
2017

Prof. Andrea Novelletto, Dpt. of
Biology, Universita Tor Vergata,
Rome, Italy

Dr Andrea Berti, Dr Filippo Barni,
Reparto Investigazioni Scientifiche
dei Carabinieri, Rome, Italy

Dynamics of intra-chromosomal
gene conversion between
palindrome arms of the human Y
chromosome. A.N is also
involved in the “Laziolnnova”
Project listed above

Several ongoing research projects
on forensic genetics under the
“framework agreement” between
Sapienza University and RIS.
A.B. and F.B. are also involved in
the collaborations with Univ. Of
Rotterdam and Univ. Of Central
Lancashire listed above

Manuscript
submitted (eLife
Journal)

Two manuscripts
under review; other
projects at various
stages of
advancement



Part VIII — Summary of Scientific Achievements*

* Details about the bibliometric analyses are available in the attached xIs file

VIlla Number of Publications, total

Product type Number Data Base Start End
Papers [international, 1SI] 67 Scopus 1994 2021
Papers as first/co-first 32 Scopus 1994 2021
last/corresponding author

Book chapters [scientific] 4 - 2000 2021
Books [teaching] 1 - 2014 2021
VIlIb Number of Publications, last 15 years

Product type Number Data Base Start End
Papers [international, 1SI] 2006-2021 = 37 Scopus 2006 2021
Papers as first/co-first 28 Scopus 2006 2021
last/corresponding author

Book chapters [scientific] 2 - 2006 2021
Books [teaching] 1 - 2006 2021
VIllc bibliometric indicators, total

Total impact factor 501.7

Average impact Factor 7.5

Total impact factor as first, co-first, last or corresponding author
Total citations

Total citations as first, co-first, last or corresponding author
Average citations per article

Hirsch (H) index

Normalized H index (H index divided by the academic seniority)
Abilitazione Scientifica Nazionale (ASN 2016)

VQR evaluation (2004-2010 and 2011-2014)
V1l11d bibliometric indicators, last 15 years (2006-2021)

Impact factor 2006-2021

Average impact Factor 2006-2021

Impact factor 2006-2021 as first, co-first, last or corresp. author
Citations to articles published in 2006-2021

Total citations as first, co-first, last or corresponding author
(articles published in 2006-2021)

Average citations per article 2006-2021

Hirsch (H) index referred to articles published in 2006-2021
Normalized H index (H index divided 15 years)

189.3

5255 (Scopus); 8631 (Google Scholar)
1105 (Scopus)
78 (Scopus); 128 (Google Scholar)
32 (Scopus); 36 (Google Scholar)
1.14 (Scopus); 1.29 (Google Scholar)
Full Professor of Genetics qualification;
Qualification as “commissario” BIO/18

All articles evaluated as excellent

228.7

6.2

160.1

1072 (Scopus)
667 (Scopus)

29.0 (Scopus)
18 (Scopus)
1.2 (Scopus)



Part IX—Publications

A)

1)

2)

3)

4)

5)

6)

7)

8)

9)

10)

11)
12)

13)

14)

15)

Articles (International Journals)
* = corresponding author

BONITO M, D’ATANASIO E, TROMBETTA B, CANNONE F, BERTI A, CRUCIANI F* (2021)
Identification and molecular characterisation of an unusually short allele at the SE33 (ACTBP2) locus
resulting in a putative tri-allelic pattern at a flanking marker. Forensic Sci Int Genet: in press (accepted
25/4/2021)

RAVASINI F, D’ATANASIO E, BONITO M, BONUCCI B, DELLA ROCCA C, BERTI A,
TROMBETTA B, CRUCIANI F* (2021) Sequence read depth analysis of a monophyletic cluster of Y
chromosomes characterized by structural rearrangements in the AZFc region resulting in DY S448 deletion
and DYF387S1 duplication. Front Genet 12:669405

D’ATANASIO E, TRIONFETTI F, BONITO M, SELLITTO D, COPPA A, BERTI A, TROMBETTA B
CRUCIANI F* (2020) Y haplogroup diversity of the Dominican Republic: reconstructing the effect of the
European colonisation and the trans-Atlantic slave trades. Genome Biol Evol 12: 1579-1590

DELLA ROCCA C, CANNONE F, D'ATANASIO E, BONITO M, ANAGNOSTOU P, RUSSO G,
BARNI F, ALLADIO E, DESTRO-BISOL G, TROMBETTA B, BERTI A, CRUCIANI F* (2020) Ethnic
fragmentation and degree of urbanization strongly affect the discrimination power of Y-STR haplotypes in
central Sahel. Forensic Sci Int Genet 49:102374

ALLADIO E, DELLA ROCCA C, BARNI F, DUGOUJON JM, GAROFANO P, SEMINO O, BERTI A,
NOVELLETTO A, VINCENTI M, CRUCIANI F (2020) A multivariate statistical approach for the
estimation of the ethnic origin of unknown genetic profiles in forensic genetics. Forensic Sci Int Genet
45:102209

GRUGNI V, RAVEANE A, ONGARO L, BATTAGLIA V, TROMBETTA B, COLOMBO G,
CAPODIFERRO MR, OLIVIERI A, ACHILLI A, PEREGO UA, MOTTA J, TRIBALDOS M,
WOODWARD SR, FERRETTI L, CRUCIANI F, TORRONI A, SEMINO O (2019) Analysis of the
human Y-chromosome haplogroup Q characterizes ancient population movements in Eurasia and the
Americas. BMC Biol 17:3

D'ATANASIO E, IACOVACCI G, PISTILLO R, BONITO M, DUGOUJON JM, MORAL P,
EL-CHENNAWI F, MELHAOUI M, BAALI A, CHERKAOUI M, SELLITTO D, TROMBETTA B,
BERTI A, CRUCIANI F* (2019) Rapidly mutating Y-STRs in rapidly expanding populations:
Discrimination power of the Yfiler Plus multiplex in northern Africa. Forensic Sci Int Genet 38:185-194
D'ATANASIO E, BONITO M, IACOVACCI G, BERTI A, TROMBETTA B, CRUCIANI F* (2019)
Identification and molecular characterisation of an AMEL-X null allele due to an Alu insertion. Forensic
Sci Int Genet 38: el-e4

FINOCCHIO A, TROMBETTA B, MESSINA F, D'ATANASIO E, AKAR N, LOUTRADIS A,
MICHALODIMITRAKIS EI, CRUCIANI F, NOVELLETTO A (2018) A finely resolved phylogeny of Y
chromosome Hg J illuminates the processes of Phoenician and Greek colonizations in the Mediterranean.
Sci Rep 8:7465

D'ATANASIO E, TROMBETTA B, BONITO M, FINOCCHIO A, DI VITO G, SEGHIZZI M, ROMANO
R, RUSSO G, PAGANOTTI GM, WATSON E, COPPA A, ANAGNOSTOU P, DUGOUJON JM,
MORAL P, SELLITTO D, NOVELLETTO A, CRUCIANI F* (2018) The peopling of the last Green
Sahara revealed by high-coverage resequencing of trans-Saharan patrilineages. Genome Biology 19:20
TROMBETTA B, D'ATANASIO E, CRUCIANI F* (2017) Patterns of Inter-Chromosomal Gene
Conversion on the Male-Specific Region of the Human Y Chromosome. Front Genet 8:54

TROMBETTA B, CRUCIANI F* (2017) Y chromosome palindromes and gene conversion. Hum Genet
136:605-619.

IACOVACCI G, D'ATANASIO E, MARINI E, COPPA A, SELLITTO D, TROMBETTA B, BERTI A,
CRUCIANI F* (2017) Forensic data and microvariant sequence characterization of 27 Y-STR loci
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